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gtcgacgcat ggagtggtag ccgaggagga age atg ctg gcc gtc ggc tgc gcg 

Met Leu Ala Val Gly Cys Ala 
-15 

ctg ctg get gcc ctg ctg gcc gcg ccg gga gcg gcg ctg gcc cca agg 
Leu Leu Ala Ala Leu Leu Ala Ala Pro Gly Ala Ala Leu Ala Pro Arg 

-10 -5 -1 1 

cgc tgc cct gcg cag gag gtg gca aga ggc gtg ctg acc agt ctg cca 
Arg Cys Pro Ala Gin Glu Val Ala Arg Gly Val Leu Thr Ser Leu Pro 
5 10 15 20 

gga gac age gtg act ctg acc tgc ccg ggg gta gag ccg gaa gac aat 
Gly Asp Ser Val Thr Leu Thr Cys Pro Gly Val Glu Pro Glu Asp Asn 

25 30 35 

gcc act gtt cac tgg gtg etc agg aag ccg get gca ggc tec cac cec 
Ala Thr Val His Trp Val Leu Arg Lys Pro Ala Ala Gly Ser His Pro 
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195 400 405 410 

196 Leu Glu Phe Glu Val Tyr Leu Glu Tyr Leu Gin Asn Arg Phe Glu Ser 

197 415 420 425 

198 Ser Glu Glu Gin Ala Arg Ala Val Gin Met Ser Thr Lys Val Leu He 

199 430 435 440 445 

200 Gin Phe Leu Gin Lys Lys Ala Lys Asn Leu Asp Ala He Thr Thr Pro 

201 450 455 460 

202 Asp Pro Thr Thr Asn Ala Ser Leu Leu Thr Lys Leu Gin Ala Gin Asn 

203 465 470 475 

204 Gin Trp Leu Gin Asp Met Thr Thr His Leu He Leu Arg Ser Phe Lys 

205 480 485 490 

206 Glu Phe Leu Gin Ser Ser Leu Arg Ala Leu Arg Gin Met 

207 495 500 505 

208 <210> SEQ ID NO 3 

209 <211> LENGTH: 1612 

210 <212> TYPE: DNA 

211 <213> ORGANISM: Unknown 

212 <220> FEATURE: 

213 <221> NAME/KEY: sig_peptide 

214 <222> LOCATION: (34). .(90) 

215 <220> FEATURE: 

216 <221> NAME/KEY: CDS 

217 <222> LOCATION: (34).. (1593) 

218 <220> FEATURE: 

219 <221> NAME/KEY: mat_peptide 

220 <222> LOCATION: (91).. (1593) 

221 <220> FEATURE: 

222 <223> OTHER INFORMATION: Description of Unknown Organism:A conjugate 
22 3 comprising two polypeptides with a mutual 

224 affinity. 

225 <400> SEQUENCE: 3 

226 gtcgacgcat ggagtggtag ccgaggagga age atg ctg gcc gtc ggc tgc gcg 54 

227 Met Leu Ala Val Gly Cys Ala 

228 -15 

229 ctg ctg get gcc ctg ctg gcc gcg ccg gga gcg gcg ctg gcc cca agg 102 

230 Leu Leu Ala Ala Leu Leu Ala Ala Pro Gly Ala Ala Leu Ala Pro Arg 

231 -10 -5 -1 1 

232 cgc tgc cct gcg cag gag gtg gca aga ggc gtg ctg acc agt ctg cca 150 

233 Arg Cys Pro Ala Gin Glu Val Ala Arg Gly Val Leu Thr Ser Leu Pro 

234 5 10 15 20 

235 gga gac age gtg act ctg acc tgc ccg ggg gta gag ccg gaa gac aat 198 

236 Gly Asp Ser Val Thr Leu Thr Cys Pro Gly Val Glu Pro Glu Asp Asn 

237 25 30 35 

238 gcc act gtt cac tgg gtg etc agg aag ccg get gca ggc tee eae eee 246 

239 Ala Thr Val His Trp Val Leu Arg Lys Pro Ala Ala Gly Ser His Pro 

240 40 45 50 

241 age aga tgg get ggc atg gga agg agg ctg ctg ctg agg teg gtg eag 294 

242 Ser Arg Trp Ala Gly Met Gly Arg Arg Leu Leu Leu Arg Ser Val Gin 

243 55 60 65 

244 etc cac gac tct gga aac tat tea tgc tac egg gcc ggc cgc cca get 342 
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